TaKaRa Taq™ HS Perfect Mix

CodeNo.R300A Size: 500 ulx5

(for 100 PCRreactions)

Description:

TaKaRa Taq HS Perfect Mix adopts a modified PCR enzyme, designed for
making great progress with the extension speed and PCR specificity by
modifying Tag DNA polymerase. It allows for the specific PCR amplification
in high speed PCRreaction by setting extension time to 20 sec./kb. In
addition, this enzyme is designed for hot start PCR using the monoclonal
antibody, thus it is possible to prevent non-specific amplification due

to mis-priming and/or formation of primer dimer before PCR reaction.
Since the antibody is denatured in the initial DNA-denaturation step, the
additional activation step is not required. This enzyme has neither 5" -3
exonuclease nor 3’ -5" exonuclease activities.

Storage: -20°C

Origin:

Escherichia coli carrying a plasmid that encodes the Thermus aquaticus
DNA polymerase gene

Application:
DNA amplification by Hot Start PCR

PCR products:

As most PCR products amplified with 7aKaRa Taq HS Perfect Mix have one
Aadded at 3'-termini, the obtained PCR product can be directly used for
cloning into T-vector. Also it is possible to clone the product in blunt-end
vectors after blunting and phosphorylation of them.

Quality Control Data:
Please see the Certificate of Analysis (CoA) for each lot. You can download
the CoA on Takara Bio website.

General reaction mixture for PCR (total 50 ul):

TaKaRa Taq HS Perfect Mix (2X) 25 ul
Template <250ng
Primer 1 0.2 uM ™ (final conc.)
Primer 2 0.2 uM ™ (final conc.)

Sterile purified water upto50 ul

Note : Reaction mixture can be set up at room temperature. Be sure to
keep all reagentsonice.

*1 Adjust the primer concentrationto 0.6 u M, when you use high speed
thermal cycler that ramp temperature speed is over 5°C.

Primer designing :

Each primers should be designed for Tm value more than 55°C. The Tm

value should be calculated by below approximation calculation.

Tm= 4x(the number of G or Cbases) + 2 x (the number of A or T bases) +
35 -2 x (total number of bases)

Note: In the case of calculating with Nearest Neighbor method, Tm value
of designed primer should be more than 60°C.

PCR conditions:
2stepPCR

94°C*2  5sec

65°C  20sec/kb :I 30-35 cycles

3 step PCR*3
94°C*2  5sec
55°C 1sec :| 30-35cycles
68°C 20 sec/kb

*2  Besureto set the denaturation temperature at 94°C. Setting
denaturation temperature at over 95°C might cause decrease of
reactivity due to inactivation of enzyme.

*3  In case of using primers which is designed for Tm value less than 55°C
in approximation calculation ( or less than 60°C in Nearest Neighbor
method), select 3 step PCR reaction.

TaKaRa Taq is a trademark of Takara Bio Inc.

Note

This product is for research use only. It is not intended for use in
therapeutic or diagnostic procedures for humans or animals. Also, do
not use this product as food, cosmetic, or household item, etc.
Takara products may not be resold or transferred, modified for resale
or transfer, or used to manufacture commercial products without
written approval from Takara Bio Inc.

If you require licenses for other use, please contact us by phone at
+81 77 565 6972 or from our website at www.takarabio.com.

Your use of this product is also subject to compliance with any
applicable licensing requirements described on the product web
page. It is your responsibility to review, understand and adhere to
any restrictions imposed by such statements.

All trademarks are the property of their respective owners. Certain
trademarks may not be registered in all jurisdictions.
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Takara Bio Inc. website : https://www.takarabio.com
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