Bacteria Screening PCR Kit (Code.RR114A
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(family) (Genus) (Species) ENT BS
Rhizobiaceae Agrobacterium radiobacte ATCC 193587
Alcaligenaceae Alcaligenes faecalis JCM 14747
Neisseriaceae Chromobacterium violaceum JCM 12497

Neisseria meningitides ATCC 130777
Xanthomonadaceae Xanthomonas maltophilia JCM 19757
Legionel laceae Legionella pneumophila JCm 75717
Pseudomonadaceae Pseudomonas aeruginosa ATCC 278437
Pseudomonas fluorescens JCM 59637
Moraxellaceae Moraxella antipestifer JCM 95327
Acinetobacter baumannii JCM 68417
Vibrionaceae Vibrio vulnificus JCM 37257
Vibrio parahaemolyticus ATCC 178027
Photobacterium leiognathi ATCC 255217
Aeromonas hydrophila (1) ATCC 7966"
Enterobacteriaceae Enterobacter agglomerans JCM 12367
Enterobacter cloacae JCM 12327
Citrobacter freundii JCM 16577
Escherichia coli JCM 16497
Escherichia coli JM109 (@)
Escherichia coli HB101 (@)
Escherichia coli 0157:H7 (©)
Hafnia alvei JCM 16667
Klebsiella pneumoniae JCM 16627
Plesiomonas shigelloides ATCC 140297
Proteus mirabilis JCM 16697
Salmonella typhimurium IFO 13245
Salmonella typhimurium IFO 14211
Salmonella enteritidis IFO 3313
Serratia ficaria JCM 12417
Serratia marcescens JCM 12397
Shigella flexneri ATCC 299037
Yersinia enterocolitica ATCC 96107
Pasteurellaceae Haemophilus influenzae ATCC 333917
Campylobacteraceae Campylobacter coli ATCC 335597
Helicobacteraceae Helicobacter pylori ATCC 435047
Clostridiaceae Clostridium perfringens JCM 12907
Eubacteriaceae Eubacterium alactolyticum (4) JCM 64807
Acidaminococcaceae Veillonella alcalescens ATCC 27215
Bacillaceae Bacillus cereus IFO 15305"
Bacillus cereus ATCC 11950
Bacillus thuringiensis ATCC 107927
Bacillus licheniformis JCM 25057 +
Bacillus megaterium JCM 25067
Bacillus pumilus JCM 25087
Bacillus subtilis IFO 137197
Listeriaceae Listeria grayi ATCC 191207 +
Staphylococcaceae Staphylococcus aureus IFO 3060
Staphylococcus aureus JCM 2874
Staphylococcus epidermides JCM 24147
Lactobaci l laceae Lactobacillus casei JCM 11347
Lactobacillus gasseri JCM 11317
Lactobacillus bulgaricus JCM 10027
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(family) (Genus) (Species) ENT BS
Aerococcaceae Aerococcus sp. MRAL(5)
Aerococcus viridans IF0 122197
Enterococcaceae Enterococcus faecalis MRA2(5)
Streptococcaceae Streptococcus mutans JCM 57057
Streptococcus salivarius JCM 57077
Streptococcus agalactiae JCM 56717
Coriobacteriaceae Collinsella aerofaciens JCM 101887
Actinomycetaceae Actinomyces naeslundii JCM 83497
Micrococcaceae Micrococcus luteus JCM 14647
Microbacteriaceae Microbacterium lacticum JCM 1379
Corynebacteriaceae Corynebacterium kutscheri JCM 93857
Corynebacterium xerosis JCM 19717
Propionibacteriaceae Propionibacterium acnes JCM 64257
Bifidobacteriaceae Bifidobacterium longum JCM 12177
Bifidobacterium adolescentis JCM 12757
Bacteroidaceae Bacteroides vulgatus JCM 58267
Porphyromonadaceae Porphyromonas gingivalis ATCC 332777
Prevotel laceae Prevotella intermedia ATCC 256117
Flavobacteriaceae Flavobacterium johnsoniae JCM 85147
Flexibacteraceae Cytophaga arvensicola JCM 28367
Fusobacteriaceae Fusobacterium nucleatum ATCC 255867
PCR
+ PCR
PCR

(1): Aeromonas Vibrionaceae Aeromonadaceae
TAXONOMIC OUTLINE OF THE PROCARYOTE GENERA BERGEY"S MANUAL OF SYSTEMATIC BACTERIOLOGY, SECOND EDITION
Release 1.0, April 2001
(2):
(3): DNA purchased from Nissui Co., Ltd. (Tokyo, Japan)
(4): Pseudoramibacter alactolyticym

(5): NRAL MRA2 ()

(ATCC 43889  ATCC 43890 )
Clin Infect Dis 1997 Sep;25 Suppl 2:S78-87
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59 30sec 30 cycles

72 30sec

72 60sec

4
PCR 2u 1

+-
ENT BS DNA DNA
BS (2) lane7
ENT BS PCR
Lane 1: @ X174 Hae digest Marker
Lane 2: Negative Control(No Template DNA)
Lane 3: Escherichia coli DNA 5 pg
Lane 4: Salmonella typhimurium DNA 5 pg
Lane 5: Staphylococcus aureus DNA 5 pg
Lane 6: Bacillus cereus DNA 5 pg
Lane 7: Triticum aestivum DNA (wheat/ ) 8 ng
Lane 8: Zea mays DNA (maize/ 3 ng
Lane 9: Solanum tuberosum DNA (potato/ 3 ng
Lane 10:Brassica napus DNA (canola/ ) 3 ng
Lane 11:Bos taurus DNA (cattle/ ) 3 ng
Lane 12:Gallus gallus DNA (chicken/ ) 3 ng
Lane 13:0ncorhynchus sp. DNA (salmon/ ) 1 ng
Lane 14:Saccharomyces cerevisiae DNA 1 ng
Lane 15:Aspergillus oryzae DNA 1ng
Lane 16:¢ X174 Hae digest Marker
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DNA

(family) (Genus) (Species) ENT BS
(wheat) Poaceae Triticum aestivum (@
(maize) Poaceae Zea mays
(potato) Solanaceae Solanum tuberosum ( )
(soybean)  Fabaceae Glycine max
(canola) Brassicaceae Brassica napus
(radish) Brassicaceae Raphanus sativus
(cattle) Bovidae Bos taurus CeMines, LLC, CO., USA
(chicken) Phasianidae Gallus gallus CeMines, LLC, CO., USA
(salmon) Salmonidae Oncorhynchus sp. BD Biosciences Clontech, Alto, CO.,USA
baker®"s yeast Saccharomycetaceae Saccharomyces cerevisiae IFO 0282
Trichocomaceae Aspergillus oryzae 1FO 4206
PCR
PCR
) PCR

PCR
(Escherichia coli) (Staphylococcus aureus)
(Bacillus cereus) DNA ENT
BS PCR 1 pg
(130 2 ) (Escherichia coli)
(Staphylococcus aureus) (Bacillus cereus) 1 2 /ml
10 ml 35 4 7
1.0ml 12,000 rpm (13,000 G) 3
500p I TE buffer (10 mM Tris HCI, 0.1 mM EDTA (pH 8.0)
100 1 (250 U/ml, in TE buffer)
55 10 100p 1 99 5
12,000 rpm (13,000 xg) 1 PCR  DNA
DNA ENT BS PCR
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ENT BS PCR
1 2 cells/ml

PCR
ENT
1 2 cells/ml ( )
( cfu/ml )
Oh 4h 5h 6h
1 2 cells/ml 1.5 140 790 16000 [cfu/ml ]
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BS

1 2 cells/ml ( )

(NGKG cfu/ml )
Oh 4h 5h 6h
1 2 cells/ml 0.5 1900 36000 940000 [cfu/ml 1
BS

1 2 cells/nml ( )

10 Code.RR114A 0409



( cfu/ml )

Oh 4h 5h 6h 7h
1 2 cells/ml 0.5 150 1000 8600 44000 [cfu/ml ]
BHI
(Escherichia coli) (Salmonella enteritidis)
10 20 /g 1 2 /ml 35 4 7

10 ml)
1.3ml 1,000 rpm 100 x g) 1
1.0 1.2 ml 12,000 rpm ( 13,000 x g) 3
500p I TE buffer (10 mM Tris HCI, 0.1 mM EDTA (pH 8.0)

( ) 200p 1 99 5
12,000 rpm (13,000 xg) 1 PCR  DNA
DNA ENT PCR
ENT PCR 10 20cells/g
PCR
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ENT

1 2 cells/ml
10 20 cells/g ( )

(o

0 4 5 6

( cfu/ml )

Oh 4h 5h 6h 7h

1 2 cells/ml 1.6 220 1300 12000 74000  [cfu/ml ]
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ENT

1 2 cells/ml
10 20 cells/g ( )

\

)

4 5 6 0 4 5 6

(DHL cfu/ml )
Oh 4h 5h 6h
1 2celsgml 1.8 120 570 3300 [cfu/ml ]
BHI
(Escherichiacoli) 10 20 /g 1 2 /ml
35 4 6 10 ml)

1.3ml 1,000 rpm 100 x g) 1
1.0 1.2ml 12,000 rpm ( 13,000 x g) 3
500p I TE buffer (10 mM Tris HCI, 0.1 mM EDTA (pH 8.0)

( ) 2004 1 99 5
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12,000 rpm ( 13,000 xg) 1 PCR  DNA
DNA ENT PCR
ENT PCR 10 20 cells/g

PCR

ENT

1 2celgml
10 20 cells/g ()

[ A )

0 4 5 6

0 4 5 6

( cfu/ml )

Oh 4h 5h 6h

1 2 cells/nl 0.5 200 1125 7500 [cfu/ml ]
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130 o NA o o

NA

NA
o NA
o o o NA
o o o) NA
o o o) NA
o] o o o]
o o o) NA
o o o) NA
NA o o NA
NA o o NA
NA o o NA

o 10 cfu/g
NA
PCR
DNA
PCR DNA Gentra
GENERATION Capture Column Kit  QIAGEN DNeasy Plant Kit DNA
BS
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100/g

1000/g

100/g

1000/g
1000/g

1000/g

1000/g

10 /g -
10 /g -
<100/g
300 /g
10 /g -
<100/g
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400 /ml

5 /ml
5 /ml
10 /ml
10 /ml
5 /ml
1 /ml
3% 1 /mi
3% 100 /ml
3 /ml
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E. coli

1) 10 /g - -
2) 100 /g - - - -
1) - - - 1,000/g
2) - - - -
10 /g - - -

1) 300 /g - - -
2) 10 /g - - -
3)

(@) 10 /g - - -

© 300 /g - - - -

54 29
161
56 24 214
58 31 54
62
20
25 61
18 Code.RR114A 0409



ENT,BS

16S rRNA

Acinetobacter baumanni
44{:::szeudomonas aeruginosa
Pseudomonas_fluorescens

Legionella pneumophila
Actionomyces naeslundii
Micrococcusluteus
Propionibacterium acnes
Corynebacterium kutscheri
Corynebacterium xenosis
— Microbacterium lacticum
——Bifidobacterium adolescentis
L Bifidobacterium longum

Collinsella aerofaciens
Aerococcus viridans ~

Enterococcus faecalis

—Lactobacillus casei BS
Bacillus cereus

Bacillus thuringiensis

taphylococcus epidermidis —

— Lactobacillus gasseri

444444{4444444*Streptococcus agalactiae
[::TAAfStreptococcus mutans
M Streptococcus salivarius

Veillonella parvula
Clostridium perfringens
Eubacterium sp.

Bacterioides vulgatus
Prevotella intermedia
Porphyromonas gingivalis
tophaga sp

ﬁ;vobacterlum aurantiacus
I Fusobacterlum nucleatum

Ureaplasma urealyticum

Campylobacter coli
‘“““‘{:::::::::Ezzlii}cobacter nemestrinae

Helicobacter pylori
——Agrobacterium radiobacter
Moraxella sp.

Alcaligenes faecalis
4|E0h romobacterium violaceum

Neisseria meningitidis

———————Xanthomonas maltophilia

AAfActionobacillus equuli
AAAfAAAHaemo hilus |nfluenzae

44444444[:::j44444—Lactoba0|llus delbrueckii subsp.bulgaricus

L Aeromonas hydrophila
Photobacterlum leiognath

i)

V|br|o parahaemolyticus
V|br|o vulnificus
Plesiomonas shigelToides
Proteus mirabilis
Enterobacter agglomerans
Yersinia enterocolitica
Citobacter freundii
Enterobacter cloacae
Escherichia coli
Hafnia alvei B
LShigelTa Flexneri
{:jSalmonella enteritidis
Salmonella typhi
—Klebsiella pneumoniae
4{7Serrat|a ficaria
LSerratia marcescens

ENT

-
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