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[A]| RNA source Human lung FFPE total RNA (B]
Input amount (ng) 1 ‘ 10 1000 Pearson=0.96
Number of reads (millions) 8.25 (paired-end reads) ’2\ 100 Speam=0.83
Number of transcripts >1 FPKM 9,916 9,878 E
Number of transcripts >0.1 FPKM 19,594 21,325 ~ 10
Proportion of reads (%) = 1
[
Exonic 15.0 14.9 "o
- c 0.1
Intronic 53.9 57.9 —
Intergenic 12.1 12.9 0.01
RNA 13. 2
r 33 9 0.001
Mitochondrial 0.9 0.7 0.001 0.1 10 1000
Duplicate rate (%) 67.2 34.3 10 ng Input (FPKM)
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[A]] kit Pico v1 ‘ Pico v2 [B]
RNA source Human brain total RNA 10000
Input amount (ng) 0.25
Pearson=0.95
illi ired- 1000

Number of reads (millions) 3 (paired-end reads) — Speam=0.68
Number of transcripts >1 FPKM 14,445 14,413 E 100
Number of transcripts >0.1 FPKM 21,317 22,082 &
Proportion of reads (%) g 10

Exonic 36.2 34.4 3

Intronic 31.9 334 o

Intergenic 8.2 8.5 0.1

rRNA 10.7 12.6

0.01 -

Mitochondrial 8.1 41 0.01 1 100 10000

Duplicate rate (%) 75.1 58.5 Pico v1(FPKM)
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