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SMART-Seq®HT Kit

H7ad)—: RER—S VX (NGS)

ERZELNIILOWMERNA-seqf# T ¥k SMART-Seq V4B A R IL—TYMIHR G,
WIS RIS EPCRRIGHIRT YT !

@ SMART-Seq® HTOHE ¢ ¢
= 1#fifaFET-I&total RNA 10 pgDEME Y T IL M SHcDNATR R A AT BE
(1~100#HR2 or 10 pg~1 ng total RNA)
» FELERIGEPCRRIGHIRATYT W NV XT84 LHKIZFEHNE
» RTSA0T N\ T UM B AT R 2 BEmRNAREMT
» LY —F—THEEL-#lAOTAr—IILLAE

@ SMART-Seq® v4ESMART-Seq® HTD 7 —4970—0LE ¢ ¢
SMART-Seq® v4 SMART-Seq® HT

Aliquot Lysis Buffer Aliguot FACS Dispensing Solution 3¢
to Plate/tube to Plate/tube
A 4

A 4 - 2
S {I= X Dispensing Solution s
)Ly —5—I & BHHaS B Rttt
* RNase inhibitor
Add CDS Primer IIA 1 * CDS Primer l1A
NIXFBA L
Preheat 1 KIBITAE !

: |

2 SMART-Seq HTIZ. SMART-Seq vA@DFOka—)L
ZRETHLET, LYBELRT—YT7O0—TRNA-

’

¥

| Preheat ]
3

L PCcR_____J

o

seqFICDNAZ AT 5 &N AT BT,
6 3 o A e s
¥ e G ¥ HETAH, SMART-Seq HTIE3RATY I CHRE TE,
A NUXFDHA LERIRS HTENARETT
A 4 SATSY—FMEIZ(E A& . A LS F 2t DNextera XT
= URSATS)—FRE DNA Sample Prep Kit W b ETY,
MEa—F |\ ERD
96[g] 634437 ¥780,000
SMART-Seq® HT Kit NEW 192 634438 ¥1,080,000
480[g] 634436 ¥2,180,000

E: BAEERT D012, Nextera XT DNA Sample Prep Kit(JL3F#t) AABIRMHETT,
1BRIDEEETL2Y U TILU LMBEINZIEEHELET,

(BEER ]
8B E s B WEI—F 4% (BL3)
96[g] 634891 ¥1,236,000
SMART-Seq®v4 Ultra® Low Input RNA Kit 192 634892 ¥2,060,000
for Sequencing 4800 634893 ¥4,923,400
960[m] 634894 ¥5,500,000

Clontech TakaRa cellartis


http://catalog.takara-bio.co.jp/product/basic_info.php?unitid=U100009310
http://catalog.takara-bio.co.jp/product/basic_info.php?unitid=U100009128

SMART-Seq®HT Kit

@ SMART-Seq® V4&SMART-Seq® HTDBIEFRIBITDOLLE ¢ ¢

SMART-Seq HT %7zl SMART-Seq v4ZRAL T R fsitotal RNA 10 pghbeDNAFERE %, 1 )L2 )%t Nextera XT DNA
Sample Prep KitZFAWLWTS A IS —%4ESIL, Rt —4 24— NextSeq TEEMTLT=(2 x 75 bp) ., [FHWARM(Z(X, CLCH F
74 %t CLC Genomics WorkbenchZ{#ERLT=,

—bURER

RNA source 10 pg Mouse Brain total RNA

cDNA synthesis SMART-Seq v4 SMART-Seq HT

Yield (ng) 7.3 8.5 9.4 9.5 9.9 9.2

Number of transcripts FPKM > 0.1 14,168 13,934 14,147 14,510 14,650 14,553

Average Pearson / Spearman 0977067 0-97/0.68

0.96/0.66

Proportion of reads mapped (%):
rRNA 0.7 0.6 0.5 1.1 11 1.1
Mitochondria 2.8 4.2 41 3.7 3.8 4.2
Genome 92.3 90.8 86.6 89.1 89 87.8
Exons 74.8 72.5 69 67.3 67.1 65.3
Introns 13.3 14.1 13.3 16.9 16.9 17.4
Intergenic regions 4.2 4.2 4.4 4.9 5.0 5.2
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Total=17,439 transcripts Total=17,792 transcripts
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