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* SMARTer™ ICELL8® cx ¥ R T LAk SMARTer™ ICELLS® cx SR T Lk
= Chip Cycler - o
P~y YA X (g X BT x 5) 107 cm x 56 cm X 56 cm
= CellSelect Software
BIR 100-240 VAC, 50/60 Hz
Chip Cycler
HA X (I x BITxFE) 26 cm x 34.5 cm X 26 cm
BiR 100-240 VAC, 50/60 Hz
TR 58 BHI—F
. SMARTer™ |CELL8® cx Single-Cell System —3t | Coming Soon
SMARTer™ |CELL8® Single-Cell System —= 640000
SMARTer® ICELL8® Chip and Reagent Kit v2 1 Kit 640142
1 Kit 640164
i SMARTer® ICELL8® Chip and Reagent 3'DE Kit 3 Kits 640165
HEFVL :
5 Kits 640166
SMARTer® ICELL8® Human TCR a/b Profiling - Chip and Reagent Kit 1Kit | Coming Soon
Full-length transcriptome analysis on SMARTer™ |CELL8® Single-Cell System 1 Kit Coming Soon
. MSND 384-Well Source Plate and Seals 201& 640018
T SMARTer™ ICELLS® Blank Chip Kit 1 Kit 640146
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TEL 077-565-6999 FAX 077-565-6995
xJdH Ak http://www.takara-bio.co.jp
Facebook http://lwww.facebook.com/takarabio.jp
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