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SMART-Seq® v4 Reagent Kit for the Apollo™ System
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Uiz gl RT Setup RT Reaction PCR Setup PCR PCR Cleanup

Preparation Denaturation
1hr 10 min

Validation
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Tagmentation PCR Setup PCR PCR Cleanup PCR Split Normalization
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ThruPLEX® Plasma-seq 96D Kit
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Input(ng) 10 100

Adapter (%) 0 0
Confidently mapped (%) 96.61  96.43
Repetitively (%) 1.84 1.80
Low Quality (%) 0 0
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PrepX™ RNA-Seq for 24 640096 ¥320,000 1~8 enriched RNA, SFE
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depleted mRNA
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SMART-Seq® v4 Reagent Kit for the Apollo™ System TruSeq Stranded mRNA Library Prep Kit (Illuminatt)

ThruPLEX® Plasma-seq 96D Kit SureSelect XT Reagents (Agilent Technologies#t)

PrepX™ DNA Library Kit

PrepX™ RNA-Seq for lllumina Library Kit
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http://catalog.takara-bio.co.jp/product/basic_info.php?unitid=U100009258
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i FE il RILFzHTAYY X 2 (4°C—95°C)
HaE—XHE5 T4NE—F TN TR
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80cm X 70cm X 68 cm

BR 100—240 VAC, 50/60 Hz, 300 W
BE 91 kg
HmA 5E Hega—Fk % (B 31)
R Apollo™ Library Prep System —= 640078 ¥10,700,000
Apollo™ Filter Tips 9601E 640084 ¥94,000
Apollo™ 0.2 ml PCR 8-Tube Strips, Clear 125K 640082 ¥55,000
Apollo™ Caps for 0.2 ml PCR 8-Tube Strips, Clear 125# 640086 ¥12,000
JH¥E@m  Apollo™ 1.1 mL MiniTubes 9604 640088 ¥72,000
Apollo™ Reservoirs 1001& 640087 ¥66,000
Apollo™ Piercing Tips 1,000K 640085 ¥35,000
Apollo™ Nozzle O-Ring Grease 1{& 640094 ¥5,500
N
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