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1. A
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#2167/ & DNA % IV C, 7’1 A 74 GenePrint 10 System Z 6/ LT, & b7/ ANIZIFEIES
% 10 MO R —H A (9 FD STR 1 — A+MERIFRIED T2 DD T A v/ =2 [D21S11, THOI,
TPOX, vWA, Amelogenin, CSF1PO, D16S539, D7S820, D13S317 and D5S818]) & %f4(Z L 7= STR

iR 2247 > 72,
2. fEAREK
1) 3 .
AFEA A=A — iha— R
GenePrint 10 System Promega B9510
Hi-Di Formamide Thermo Fisher Scientific 4311320
Qubit dsDNA BR Assay Kit Thermo Fisher Scientific Q32853
3. S
e A= — I
P—~H A 77— Thermo Fisher Scientific 9700
DNA v —7 o — Thermo Fisher Scientific 3730xl1
NanoDrop Thermo Fisher Scientific 2000/2000c¢

Qubit 7V FH A —HF —

Thermo Fisher Scientific
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4. ALY
7V ID (RfE LA F o — 74
STR2199 01 a HCT116-1 1
STR2199 02 a HCT116-2 2

5. Gk LRER
5.1. #4k DNA SERE
T2{ DNA O—#% & U | NanoDrop (2 & 2WEE &, Qubit dsDNA BR Assay Kit (2 K 250 7E
BEIZEDMEREZIT o, BREMRIL TERERRHEE] (QC folder) #ZH,

5.2. PCR g
Qubit dsDNA BR Assay Kit (T K D5 R 4 tlZ, 21k DNA Z K THI 10 ng/ul IZAR L,
1 puL % PCRIZAE FH L 72, positive control |5 »» FAMfF D & K7/ 2 DNA (2800M Control DNA),
negative control I /K % W e, ZNENIZOWT, & 1 OFKRMFETPCR 217572,

# 1.PCR &M (1 IS HT=0)

S i & B Sf:
5x Master Mix 5L 96°C : 1757
5x Primer Pair Mix 5puL (94°C : 10 #b, 59°C : 143, 72°C : 30 %) x30
Template DNA 1L 60°C : 10 43
KZHEL K 14 pL 4°C
At 25 pL

53.—7 Y RE LU
2 uL @ PCR PEW) % size standard ILS600 35 X TF Hi-Di Formamide & JEA L. ZAZMEALELE LY
K &4T>7-, Applied Biosystems 3730x] DNA Analyzer (Z CI¥KEN L. 15 5072347 data 13,
fsa B & L CTfRfFE L7z (FSA folder),

5572 data % Gene Mapper software ver. [1* (Thermo Fisher Scientific) (Z CHEAT L.

peak fRHIFS LN peak sizing #1T7->72, ZAL5HD RAW T —# (L csv B TR L7 (RAW
folder), *Gene Mapper software ver. 5.0 & 7213 6.0

5.4.fRHTHE R
R S 407z peak VL pdf 22 & L C GRAPHIC folder (2, % H X417 fragment size (. Excel
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) A RBIEHEAE LT2 GBI IZ B RIS KV /A ZEIEOBIBRZ1T > 72, fREERTOD peak I
BB LU RAW 7 =X [IRREIZ-1 2L, MR &7 —4) 132 2L TREI L

(GRAPHIC folder) ,

6. MY

1) AEEREE

2) USB 721X WEB 5T L7 RV
KT —H O E L FIZRT,

*-1 (FmfEAT)
*2 (kR k7 —2)

TZrAN T 4L 7 Y Bl
YSTR****y JERGE 7 7 A VR IBIAER S D 7 V&
FSA 77T Ay N T —4 (*fsa)

RAW BT —45 (*csv)

GRAPHIC B EHTAE S (*.pdf)
*.1 (FREERT)
*2 (TWER., &7 —%)

TABLE STR fi#tTAGES (*.xls)

QC dn B RUE R R S & (%pdf)

TITA L NENTH T ) — Y7k

* fsa file 1%, GeneMapper software £ 72137 U — Tt 41TV % PeakScanner software (& %

|Z Thermo Fisher Scientific) (Z CH%., T RIHEZR T — # T,
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