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-Creator™ SMART™ ¢DNA Library
Construction Kit (Cat. N0.634903)

- SMART™ PCR ¢DNA Synthesis Kit
(Cat. N0.634902)

- Super SMART™ PCR ¢DNA Synthesis Kit
(Cat. No.635000)

- Large Insert cDNA Libraries (many)

- Creator™ SMART™ c¢DNA Libraries
(many)

- SMART™ RACE ¢DNA Amplification Kit
(Cat. N0.634914)
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