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DNA SMART™ ChlIP-Seq Kit
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DNA SMART™ ChIP-Seq Kit-12 12[\] 634865 ¥110,000
DNA SMART™ ChIP-Seq Kit-48 A 48[A] 634866 ¥380,000
DNA SMART™ ChIP-Seq Kit-48 B 48[g] 634867 ¥380,000
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DNA SMART™ ChlIP-Seq Kit
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ChiP Antibody H3K4me3

Input amount (ng) 4 1 0.5 0.25 0.1 0.05
No. of PCR cycles 12 13 14 15 17 18
Library yield (nM) 44.5 19.2 32.2 12.0 24.3 14.3
Total no. reads (millions) 19.94 21.63 21.64 20.28 18.97 24,53
% reads mapped 91.9 91.0 91.0 91.1 90.7 90.2
Mo. of uniquely mapped reads (millions) 14.52 15.68 15.64 14.74 13.67 17.56
MNo. of unigue reads without duplicates (millions) 13.61 13.93 13.91 10.20 8.53 5.83
% useful reads (uniquely mapped, non-duplicates) 68.2 64.4 64.3 50.3 45.0 23.8
Mo. of peaks identified 16,738 16,811 16,366 17,277 16,584 19,601
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ChIP Antibody H3K4me3

Input amount (millions of cells) il 0.2 0.05 0.01
No. of PCR cycles 15 18 18 18
Library yield (nM) 86.7 101 44.6 20.5
Total no. reads (millions) 14.92 17.24 18.45 17.97
% reads mapped 92.7 88.6 84.3 75.8
No. of uniquely mapped reads (millions) 11.79 12.90 12.99 10.71
No. of unique reads without duplicates (millions) 9.97 10.95 9.20 6.11
% useful reads (uniquely mapped, non-duplicates) 66.81 63.50 49.87 34.00
Non-redundant rate 0.85 0.85 0.71 0.57
No. of peaks identified 19,459 19,339 18,549 22,564
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+ SeqAmp DNA Polymerase 50 pl - DNA SMART Poly(dA) Primer 24 ul
 SeqgAmp PCR Buffer (2x) 1.25ml - SMARTScribe Reverse Transcriptase (100 U/ul) 48 ul
* DNA SMART Oligonucleotide Mix 72 ul * Library Elution Buffer 500 pl
* DNA Dilution Buffer (5 mM) 1 ml » Control Fragmented Human gDNA (5 ng/ul) 10 ul
- DNA SMART Buffer 111l - DNA SMART Custom Read2 Seq Primer (100 yM) 40
- Shrimp Alkaline Phosphatase (1 U/ul) 9ul * Indexing Primer Set HT for lllumina-12
- Terminal Deoxynucleotidyl Transferase 12 pl Forward PCR Primer 1f&%8
- DNA SMART T-Tailing Mix 12 pl Reverse PCR Primer 127858
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