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QuickPrimer

Escherichia / Shigella group (16S rDNA)
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Escherichia coli GTC 503(T)
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Enterohemorrhagic £ coli GTC 1059 (Shiga | EE4E#)
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Enterohemorrhagic E. coli GTC 1060 (Shigall EE&#k)

— — + —

Enterotoxigenic £ coli GTC 1065 (ST FE4E#)

Enterotoxigenic E. coli GTC 1066 (LT FELEHF)

Enteroinvasive E. coli GTC 1932 (IBERAMKABE)

Enteroinvasive E. coli GTC 1911 (IBERAMARE)

Enteroaggregative £. coli GTC 14232

Enteropathogenic £. coli GTC 14264

Escherichia fergusonii GTC 1162 (T)

Escherichia blattae GTC 1162 (T)

Escherichia vulneris GTC 1162 (T)

Escherichia hermanii GTC 347 (T)

Shigella dysenteriae serovar O1 GTC 786 (T)

Shigella flexneri GTC 780 (T)

Shigella sonnei GTC 781 (T)

Shigella boydii GTC 779 (T)

Klebsiella oxytoca GTC 108 (T)

Plesiomonas shigelloides GTC 410 (T)

AR EA E EA A A E R AR B R A B s

Proteus inconstans GTC 9551 (T)

Proteus mirabilis GTC 1262 (T)

Proteus morganii GTC 115

Proteus penneri GTC 349 (T)

Proteus vulgaris GTC 134 (T)

Providentia alcaligenes GTC 2022 (T)

Providentia stuartii GTC 1722 (T)

Serratia liquefaciens GTC 3871 (T)

Serratia marcescens ATCC 13880

Serratia odorifera GTC 1344 (T)

Serratia rubidaea GTC 136
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