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SMART-Seq® HT Kit
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SMART-Seq® HT £SMART-Seq® v4ZAWLTY IR total RNA 10 pghHcDNAZERELE . /LS4 Nextera XT DNA
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RNA source 10 pg Mouse Brain total RNA
cDNA synthesis SMART-Seq® v4 SMART-Seq® HT
Yield (ng) 7.3 8.5 9.4 9.5 9.9 9.2
Number of transcripts ‘ FPKM > 0.1 14,168 13,934 14,147 14,510 14,650 14,553
Average Pearson / Spearman 0977067 0.9770.68
0.96/ 0.66
Proportion of reads mapped (%):
rRNA 0.7 0.6 0.5 11 11 1.1
Mitochondria 2.8 4.2 41 3.7 3.8 4.2
Genome 92.3 90.8 86.6 89.1 89 87.8
Exons 74.8 72.5 69 67.3 67.1 65.3
Introns 13.3 14.1 13.3 16.9 16.9 17.4
Intergenic regions 4.2 4.2 4.4 4.9 5.0 5.2
B +—/3—35vyF 50 29U TR O 1Bk
SMART-Seq® v4 SMART-Seq® HT
Total=17,439 transcripts Total=17,792 transcripts
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